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l& ctgtctgccc atctgaataa caagag atg ggg ctt gtg att ttc etc cac ggt 53 

l& Met Gly Leu Val lie Phe Leu His Gly 

1 5 



i is? 

I; 3 



tct ggg tct ggt aat gaa gtc ata gaa ggc ccc cag aat gca aca gtc 101 
Ser Gly Ser Gly Asn Glu Val lie Glu Gly Pro Gin Asn Ala Thr Val 
10 15 20 25 

ctg aag ggc tec cag get cgc ttc aac tgc acc gtc tec cag ggc tgg 149 
Leu Lys Gly Ser Gin Ala Arg Phe Asn Cys Thr Val Ser Gin Gly Trp 
30 35 40 

aag etc ate atg tgg get etc agt gac atg gtg gtg eta age gtc agg 197 
Lys Leu lie Met Trp Ala Leu Ser Asp Met Val Val Leu Ser Val Arg 
45 50 55 

ccc atg gag ccc ate ate acc aat gac cgc ttc acc tct cag agg tac 245 
Pro Met Glu Pro lie lie Thr Asn Asp Arg Phe Thr Ser Gin Arg Tyr 
60 65 70 

gac cag ggc ggg aac ttc acc teg gag atg ate ate cac aat gtg gag 2 93 

Asp Gin Gly Gly Asn Phe Thr Ser Glu Met lie lie His Asn Val Glu 
75 80 85 

ccc agt gat teg ggg aac ate aga tgc age etc cag aac agt cgc ctg 341 
Pro Ser Asp Ser Gly Asn lie Arg Cys Ser Leu Gin Asn Ser Arg Leu 
90 95 100 105 



cat gga tct get tac ctt acc gtc caa gtt atg gga gag ctg ttc att 
His Gly Ser Ala Tyr Leu Thr Val Gin Val Met Gly Glu Leu Phe lie 
110 115 120 



389 
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ccc agt gtt aat ctt gta gtc get gag aat gaa cct tgt gaa gtt act 437 
Pro Ser Val Asn Leu Val Val Ala Glu Asn Glu Pro Cys Glu Val Thr 
125 130 135 

tgt eta ccc tea cac tgg acc egg etc ccg gat att tec tgg gag etc 485 
Cys Leu Pro Ser His Trp Thr Arg Leu Pro Asp lie Ser Trp Glu Leu 
140 145 150 

ggt etc ctg gtc age cat tea age tat tat ttt gtt ccg gag ccc age 533 
Gly Leu Leu Val Ser His Ser Ser Tyr Tyr Phe Val Pro Glu Pro Ser 
155 160 165 

gac ctt caa agt gca gtg age ate ctg get ctg acc cca cag age aat 581 
Asp Leu Gin Ser Ala Val Ser lie Leu Ala Leu Thr Pro Gin Ser Asn 
170 175 180 185 

ggg act ttg act tgc gtg get acc tgg aag age ctg aag gec cgc aag 629 
Gly Thr Leu Thr Cys Val Ala Thr Trp Lys Ser Leu Lys Ala Arg Lys 
190 195 200 

tct gca act gta aat etc act gtg att egg tgt ccc caa gac act gga 677 
Ser Ala Thr Val Asn Leu Thr Val lie Arg Cys Pro Gin Asp Thr Gly 
205 210 215 

ggt ggt att aat att cca ggt gta tta tea agt tta ccg agt tta ggt 725 
Gly Gly lie Asn lie Pro Gly Val Leu Ser Ser Leu Pro Ser Leu Gly 
220 225 230 

ttt tea ttg cct act tgg ggc aaa gtt gga ctt gga eta gca ggc acc 773 
Phe Ser Leu Pro Thr Trp Gly Lys Val Gly Leu Gly Leu Ala Gly Thr 
235 240 245 

atg ctt ctg acg ccg acg tgt act ctt aca ata cgc tgc tgc tgc tgc 821 
Met Leu Leu Thr Pro Thr Cys Thr Leu Thr lie Arg Cys Cys Cys Cys 
250 255 260 265 

cgc cgt cgt tgt tgt ggc tgc aac tgc tgc tgc cgt tgt tgt ttc tgc 869 
Arg Arg Arg Cys Cys Gly Cys Asn Cys Cys Cys Arg Cys Cys Phe Cys 
270 275 280 

tgt aga aga aaa aga gga ttt cgt att caa ttt caa aag aaa tct gaa 917 
Cys Arg Arg Lys Arg Gly Phe Arg lie Gin Phe Gin Lys Lys Ser Glu 
285 290 295 

aaa gag aag aca aac aaa gaa act gag aca gaa agt gga aat gaa aac 965 
Lys Glu Lys Thr Asn Lys Glu Thr Glu Thr Glu Ser Gly Asn Glu Asn 
300 305 310 

tec ggc tac aat tea gat gaa caa aag acc aca gac acc get tct etc 1013 
Ser Gly Tyr Asn Ser Asp Glu Gin Lys Thr Thr Asp Thr Ala Ser Leu 
315 320 325 

cct ccc aaa tec tgt gaa tec agt gat cct gaa caa aga aac agt age 1061 
Pro Pro Lys Ser Cys Glu Ser Ser Asp Pro Glu Gin Arg Asn Ser Ser 
330 335 340 345 

tgt ggc cct cct cac cag egg get gat caa cgt cca ccc agg cca gca 1109 
Cys Gly Pro Pro His Gin Arg Ala Asp Gin Arg Pro Pro Arg Pro Ala 
350 355 360 

agt cat cca cag get tct ttt aat ctg gee agt cct gag aag gtc agt 1157 
Ser His Pro Gin Ala Ser Phe Asn Leu Ala Ser Pro Glu Lys Val Ser 
365 370 375 
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aat aca act gta gta tag 
Asn Thr Thr Val Val 
380 



<210> 2 

<211> 382 

<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Gly Leu Val lie Phe Leu His Gly Ser Gly Ser Gly Asn Glu Val 
1 5 10 15 

lie Glu Gly Pro Gin Asn Ala Thr Val Leu Lys Gly Ser Gin Ala Arg 
20 25 30 

«.» Phe Asn Cys Thr Val Ser Gin Gly Trp Lys Leu He Met Trp Ala Leu 

U 35 40 45 

•* : 1 



Ser Asp Met Val Val Leu Ser Val Arg Pro Met Glu Pro He lie Thr 
50 55 60 

rr\ Asn Asp Arg Phe Thr Ser Gin Arg Tyr Asp Gin Gly Gly Asn Phe Thr 

65 70 75 80 

h& Ser Glu Met He He His Asn Val Glu Pro Ser Asp Ser Gly Asn He 

IU 85 90 95 

it 

ru 

Arg Cys Ser Leu Gin Asn Ser Arg Leu His Gly Ser Ala Tyr Leu Thr 
□ 100 105 110 

Val Gin Val Met Gly Glu Leu Phe He Pro Ser Val Asn Leu Val Val 
115 120 125 

Ala Glu Asn Glu Pro Cys Glu Val Thr Cys Leu Pro Ser His Trp Thr 
130 135 140 

Arg Leu Pro Asp He Ser Trp Glu Leu Gly Leu Leu Val Ser His Ser 
145 150 155 160 

Ser Tyr Tyr Phe Val Pro Glu Pro Ser Asp Leu Gin Ser Ala Val Ser 
165 170 175 

He Leu Ala Leu Thr Pro Gin Ser Asn Gly Thr Leu Thr Cys Val Ala 
180 185 190 



1175 



Thr Trp Lys Ser Leu Lys Ala Arg Lys Ser Ala Thr Val Asn Leu Thr 
195 200 205 



# • 



Val lie Arg Cys Pro Gin Asp Thr Gly Gly Gly lie Asn lie Pro Gly 
210 215 220 

Val Leu Ser Ser Leu Pro Ser Leu Gly Phe Ser Leu Pro Thr Trp Gly 
225 230 235 240 

Lys Val Gly Leu Gly Leu Ala Gly Thr Met Leu Leu Thr Pro Thr Cys 
245 250 255 

Thr Leu Thr lie Arg Cys Cys Cys Cys Arg Arg Arg Cys Cys Gly Cys 
260 265 270 

Asn Cys Cys Cys Arg Cys Cys Phe Cys Cys Arg Arg Lys Arg Gly Phe 
275 280 285 

Arg lie Gin Phe Gin Lys Lys Ser Glu Lys Glu Lys Thr Asn Lys Glu 
Q 290 295 300 



s'u 



Thr Glu Thr Glu Ser Gly Asn Glu Asn Ser Gly Tyr Asn Ser Asp Glu 
305 310 315 320 

Gin Lys Thr Thr Asp Thr Ala Ser Leu Pro Pro Lys Ser Cys Glu Ser 

325 330 335 

Ser Asp Pro Glu Gin Arg Asn Ser Ser Cys Gly Pro Pro His Gin Arg 

340 345 350 



IQ Ala Asp Gin Arg Pro Pro Arg Pro Ala Ser His Pro Gin Ala Ser Phe 

Q 355 360 365 

5 

Asn Leu Ala Ser Pro Glu Lys Val Ser Asn Thr Thr Val Val 
370 375 380 

<210> 3 

<211> 1168 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (8) . . (1165) 

<400> 3 

agtgatc atg gtg gca gga gcc atg gaa aat aga gac cca ccc ggt tct 49 
Met Val Ala Gly Ala Met Glu Asn Arg Asp Pro Pro Gly Ser 
15 10 

ggg tct ggt aat gaa gtc ata gaa ggc ccc caa aat gca aga gtc ctg 97 
Gly Ser Gly Asn Glu Val lie Glu Gly Pro Gin Asn Ala Arg Val Leu 
15 20 25 30 

aag ggc tec cag get cgc ttc aac tgc acc gtc tec cag ggc tgg aag 145 
Lys Gly Ser Gin Ala Arg Phe Asn Cys Thr Val Ser Gin Gly Trp Lys 



• # 



a 



35 40 45 

etc ate atg tgg get etc agt gac atg gtg gtg eta age gtc agg ccc 193 
Leu lie Met Trp Ala Leu Ser Asp Met Val Val Leu Ser Val Arg Pro 
50 55 60 

atg gag ccc ate ate acc aat gac cgc ttc ace tct cag agg tac gac 241 
Met Glu Pro lie lie Thr Asn Asp Arg Phe Thr Ser Gin Arg Tyr Asp 
65 70 75 

cag ggc ggg aac ttc acc teg gag atg ate ate cac aat gtg gag ccc 289 
Gin Gly Gly Asn Phe Thr Ser Glu Met lie lie His Asn Val Glu Pro 
80 85 90 

agt gat teg ggg aac ate aga tgc age etc cag aac agt cgc ctg cat 337 
Ser Asp Ser Gly Asn lie Arg Cys Ser Leu Gin Asn Ser Arg Leu His 
95 100 105 110 



gga tct get tac ctt acc gtc caa gtt atg gga gag ctg ttc att ccc 
Gly Ser Ala Tyr Leu Thr Val Gin Val Met Gly Glu Leu Phe lie Pro 
115 120 125 



etc ctg gtc age cat tea age tat tat ttt gtt ccg gag ccc age gac 
Leu Leu Val Ser His Ser Ser Tyr Tyr Phe Val Pro Glu Pro Ser Asp 
160 165 170 



aga aga aaa aga gga ttt cgt att caa ttt caa aag aaa tct gaa aaa 
Arg Arg Lys Arg Gly Phe Arg lie Gin Phe Gin Lys Lys Ser Glu Lys 



385 



Q agt gtt aat ctt gta gtc get gag aat gaa cct tgt gaa gtt act tgt 433 

SJ Ser Val Asn Leu Val Val Ala Glu Asn Glu Pro Cys Glu Val Thr Cys 
|>jj 130 135 140 

k \f eta ccc tea cac tgg acc tgg etc ccg gat att tec tgg gag etc ggt 481 

Hi Leu Pro Ser His Trp Thr Trp Leu Pro Asp lie Ser Trp Glu Leu Gly 
fil 145 150 155 



529 



ctt caa agt gca gtg age ate ctg get ctg acc cca cag age aat ggg 577 
Leu Gin Ser Ala Val Ser lie Leu Ala Leu Thr Pro Gin Ser Asn Gly 
175 180 185 190 

act ttg act tgc gtg get acc tgg aag age ctg aag gee cgc aag tct 62 5 

Thr Leu Thr Cys Val Ala Thr Trp Lys Ser Leu Lys Ala Arg Lys Ser 
195 200 205 

gca act gta aat etc act gtg att egg tgt ccc caa gac act gga ggt 673 
Ala Thr Val Asn Leu Thr Val lie Arg Cys Pro Gin Asp Thr Gly Gly 
210 215 220 

ggt att aat att cca ggt gta tta tea agt tta ccg agt tta ggt ttt 721 
Gly lie Asn lie Pro Gly Val Leu Ser Ser Leu Pro Ser Leu Gly Phe 
225 230 235 

tea ttg cct act tgg ggc aaa gtt gga ctt gga eta gca ggc acc atg 769 
Ser Leu Pro Thr Trp Gly Lys Val Gly Leu Gly Leu Ala Gly Thr Met 
240 245 250 

ctt ctg acg ccg acg tgt act ctt aca ata cgc tgc tgc tgc tgc cgc 817 
Leu Leu Thr Pro Thr Cys Thr Leu Thr lie Arg Cys Cys Cys Cys Arg 
255 260 265 270 

cgt cgt tgt tgt ggc tgc aac tgc tgc tgc cgt tgt tgt ttc tgc tgt 865 
Arg Arg Cys Cys Gly Cys Asn Cys Cys Cys Arg Cys Cys Phe Cys Cys 
275 280 285 
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290 295 300 

gag aag aca aac aaa gaa act gag aca gaa agt gga aat gaa aac tec 961 
Glu Lys Thr Asn Lys Glu Thr Glu Thr Glu Ser Gly Asn Glu Asn Ser 
305 310 315 

ggc tac aat tea gat gaa caa aag acc aca gac acc get tct etc cct 1009 
Gly Tyr Asn Ser Asp Glu Gin Lys Thr Thr Asp Thr Ala Ser Leu Pro 
320 325 330 

ccc aaa tec tgt gaa tec agt gat cct gaa caa aga aac agt age tgt 1057 
Pro Lys Ser Cys Glu Ser Ser Asp Pro Glu Gin Arg Asn Ser Ser Cys 
335 340 345 350 

ggc cct cct cac cag egg get gat caa cgt cca ccc agg cca gca agt 1105 
Gly Pro Pro His Gin Arg Ala Asp Gin Arg Pro Pro Arg Pro Ala Ser 
355 360 365 

cat cca cag get tct ttt aat ctg gee agt cct gag aag gtc agt aat 1153 
His Pro Gin Ala Ser Phe Asn Leu Ala Ser Pro Glu Lys Val Ser Asn 
370 375 380 

aca act gta gta tag 1168 
Thr Thr Val Val 
385 
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Met Val Ala Gly Ala Met Glu Asn Arg Asp Pro Pro Gly Ser Gly Ser 
15 10 15 

Gly Asn Glu Val lie Glu Gly Pro Gin Asn Ala Arg Val Leu Lys Gly 
20 25 30 

Ser Gin Ala Arg Phe Asn Cys Thr Val Ser Gin Gly Trp Lys Leu lie 
35 40 45 

Met Trp Ala Leu Ser Asp Met Val Val Leu Ser Val Arg Pro Met Glu 
50 55 60 

Pro lie lie Thr Asn Asp Arg Phe Thr Ser Gin Arg Tyr Asp Gin Gly 
65 70 75 80 

Gly Asn Phe Thr Ser Glu Met lie lie His Asn Val Glu Pro Ser Asp 
85 90 95 

Ser Gly Asn lie Arg Cys Ser Leu Gin Asn Ser Arg Leu His Gly Ser 
100 105 110 



Ala Tyr Leu Thr Val Gin Val Met Gly Glu Leu Phe lie Pro Ser Val 
115 120 125 



Asn Leu Val Val Ala Glu Asn Glu Pro Cys Glu Val Thr Cys Leu Pro 
130 135 140 



Ser His Trp Thr Trp Leu Pro Asp lie Ser Trp Glu Leu Gly Leu Leu 
145 150 155 160 



Val Ser His Ser Ser Tyr Tyr Phe Val Pro Glu Pro Ser Asp Leu Gin 
165 170 175 



Ser Ala Val Ser lie Leu Ala Leu Thr Pro Gin Ser Asn Gly Thr Leu 
180 185 190 



Thr Cys Val Ala Thr Trp Lys Ser Leu Lys Ala Arg Lys Ser Ala Thr 
195 200 205 

Val Asn Leu Thr Val lie Arg Cys Pro Gin Asp Thr Gly Gly Gly lie 
210 215 220 



Asn lie Pro Gly Val Leu Ser Ser Leu Pro Ser Leu Gly Phe Ser Leu 
225 230 235 240 



Pro Thr Trp Gly Lys Val Gly Leu Gly Leu Ala Gly Thr Met Leu Leu 
245 250 255 



Thr Pro Thr Cys Thr Leu Thr lie Arg Cys Cys Cys Cys Arg Arg Arg 
260 265 270 



Cys Cys Gly Cys Asn Cys Cys Cys Arg Cys Cys Phe Cys Cys Arg Arg 
275 280 285 



Lys Arg Gly Phe Arg lie Gin Phe Gin Lys Lys Ser Glu Lys Glu Lys 
290 295 300 



Thr Asn Lys Glu Thr Glu Thr Glu Ser Gly Asn Glu Asn Ser Gly Tyr 
305 310 315 320 



Asn Ser Asp Glu Gin Lys Thr Thr Asp Thr Ala Ser Leu Pro Pro Lys 
325 330 335 

Ser Cys Glu Ser Ser Asp Pro Glu Gin Arg Asn Ser Ser Cys Gly Pro 
340 345 350 



Pro His Gin Arg Ala Asp Gin Arg Pro Pro Arg Pro Ala Ser His Pro 
355 360 365 



Gin Ala Ser Phe Asn Leu Ala Ser Pro Glu Lys Val Ser Asn Thr Thr 
370 375 380 



Val Val 
385 
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<400> 5 

aggtgtgagt ccagccaaca gtgtggatca gtttcctagg ctgccataac aaagcaccat 60 

aacctggtgg cttagaaca atg gaa agg cat ttg etc acg gtt cca gaa get 112 

Met Glu Arg His Leu Leu Thr Val Pro Glu Ala 
15 10 

gta ggt tct ggg tct ggt aat gaa gtc ata gaa ggc ccc cag aat gca 160 
Val Gly Ser Gly Ser Gly Asn Glu Val lie Glu Gly Pro Gin Asn Ala 
15 20 25 

aca gtc ctg aag ggc tec cag get cgc ttc aac tgc acc gtc tec cag 208 
Thr Val Leu Lys Gly Ser Gin Ala Arg Phe Asn Cys Thr Val Ser Gin 
30 35 40 

ggc tgg aag etc ate atg tgg get etc agt gac atg gtg gtg eta age 256 
Gly Trp Lys Leu lie Met Trp Ala Leu Ser Asp Met Val Val Leu Ser 
45 50 55 

gtc agg ccc atg gag ccc ate ate acc aat gac cgc ttc acc tct cag 304 
Val Arg Pro Met Glu Pro lie lie Thr Asn Asp Arg Phe Thr Ser Gin 
60 65 70 75 

agg tac gac cag ggc ggg aac ttc acc teg gag atg ate ate cac aat 352 
Arg Tyr Asp Gin Gly Gly Asn Phe Thr Ser Glu Met lie lie His Asn 
80 85 90 

gtg gag ccc agt gat teg ggg aac ate aga tgc age etc cag aac agt 400 
Val Glu Pro Ser Asp Ser Gly Asn lie Arg Cys Ser Leu Gin Asn Ser 
95 100 105 

cgc ctg cat gga tct get tac ctt acc gtc caa gtt atg gga gag ctg 448 
Arg Leu His Gly Ser Ala Tyr Leu Thr Val Gin Val Met Gly Glu Leu 
110 115 120 

ttc att ccc agt gtt aat ctt gta gtc get gag aat gaa cct tgt gaa 496 
Phe lie Pro Ser Val Asn Leu Val Val Ala Glu Asn Glu Pro Cys Glu 
125 130 135 

gtt act tgt eta ccc tea cac tgg acc egg etc ccg gat att tec tgg 544 
Val Thr Cys Leu Pro Ser His Trp Thr Arg Leu Pro Asp lie Ser Trp 
140 145 150 155 

gag etc ggt etc ctg gtc age cat tea age tat tat ttt gtt ccg gag 592 
Glu Leu Gly Leu Leu Val Ser His Ser Ser Tyr Tyr Phe Val Pro Glu 
160 165 170 

ccc age gac ctt caa agt gca gtg age ate ctg get ctg acc cca cag 640 
Pro Ser Asp Leu Gin Ser Ala Val Ser lie Leu Ala Leu Thr Pro Gin 
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175 180 185 

age aat ggg act ttg act tgc gtg get acc tgg aag age ctg aag gec 688 
Ser Asn Gly Thr Leu Thr Cys Val Ala Thr Trp Lys Ser Leu Lys Ala 
190 195 200 

cgc aag tct gca act gta aat etc act gtg att egg tgt ccc caa gac 736 
Arg Lys Ser Ala Thr Val Asn Leu Thr Val lie Arg Cys Pro Gin Asp 
205 210 215 

act gga ggt ggt att aat att cca ggt gta tta tea agt tta ccg agt 784 
Thr Gly Gly Gly lie Asn lie Pro Gly Val Leu Ser Ser Leu Pro Ser 
220 225 230 235 

tta ggt ttt tea ttg cct act tgg ggc aaa gtt gga ctt gga eta gca 832 
Leu Gly Phe Ser Leu Pro Thr Trp Gly Lys Val Gly Leu Gly Leu Ala 
240 245 250 

ggc acc atg ctt ctg acg ccg acg tgt act ctt aca ata cgc tgc tgc 880 
Gly Thr Met Leu Leu Thr Pro Thr Cys Thr Leu Thr lie Arg Cys Cys 
255 260 265 

tgc tgc cgc cgt cgt tgt tgt ggc tgc aac tgc tgc tgc cgt tgt tgt 92 8 

Cys Cys Arg Arg Arg Cys Cys Gly Cys Asn Cys Cys Cys Arg Cys Cys 
270 275 280 



ttc tgc tgt aga aga aaa aga gga ttt cgt att caa ttt caa aag aaa 976 
Phe Cys Cys Arg Arg Lys Arg Gly Phe Arg lie Gin Phe Gin Lys Lys 
285 290 295 

tct gaa aaa gag aag aca aac aaa gaa act gag aca gaa agt gga aat 1024 
Ser Glu Lys Glu Lys Thr Asn Lys Glu Thr Glu Thr Glu Ser Gly Asn 
300 305 310 315 



i'lj g^ia sac tec ggc tac aat tea gat gaa caa aag acc aca gaa acc get 1072 

J'f Glu Asn Ser Gly Tyr Asn Ser Asp Glu Gin Lys Thr Thr Glu Thr Ala 

320 325 330 



tct etc cct ccc aaa tec tgt gaa tec agt gat cct gaa caa aga aac 1120 
Ser Leu Pro Pro Lys Ser Cys Glu Ser Ser Asp Pro Glu Gin Arg Asn 
335 340 345 

agt age tgt ggc cct cct cac cag egg get gat caa cgt cca ccc agg 1168 
Ser Ser Cys Gly Pro Pro His Gin Arg Ala Asp Gin Arg Pro Pro Arg 
350 355 360 

cca gca agt cat cca cag get tct ttt aat ctg gee agt cct gag aag 1216 
Pro Ala Ser His Pro Gin Ala Ser Phe Asn Leu Ala Ser Pro Glu Lys 
365 370 375 

gtc agt aat aca act gta gta tag 1240 
Val Ser Asn Thr Thr Val Val 
380 385 



<210> 6 

<211> 386 

<212> PRT 

<213> Homo sapiens 

<400> 6 



Met Glu Arg His Leu Leu Thr Val Pro Glu Ala Val Gly Ser Gly Ser 
15 10 15 
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Gly Asn Glu Val lie Glu Gly Pro Gin Asn Ala Thr Val Leu Lys Gly 
20 25 30 

Ser Gin Ala Arg Phe Asn Cys Thr Val Ser Gin Gly Trp Lys Leu lie 
35 40 45 

Met Trp Ala Leu Ser Asp Met Val Val Leu Ser Val Arg Pro Met Glu 
50 55 60 

Pro lie lie Thr Asn Asp Arg Phe Thr Ser Gin Arg Tyr Asp Gin Gly 
65 70 75 80 

Gly Asn Phe Thr Ser Glu Met lie lie His Asn Val Glu Pro Ser Asp 
85 90 95 

Ser Gly Asn lie Arg Cys Ser Leu Gin Asn Ser Arg Leu His Gly Ser 
100 105 110 

Ala Tyr Leu Thr Val Gin Val Met Gly Glu Leu Phe lie Pro Ser Val 
115 120 125 

Asn Leu Val Val Ala Glu Asn Glu Pro Cys Glu Val Thr Cys Leu Pro 
130 135 140 

Ser His Trp Thr Arg Leu Pro Asp lie Ser Trp Glu Leu Gly Leu Leu 
145 150 155 160 

Val Ser His Ser Ser Tyr Tyr Phe Val Pro Glu Pro Ser Asp Leu Gin 
165 170 175 

Ser Ala Val Ser lie Leu Ala Leu Thr Pro Gin Ser Asn Gly Thr Leu 
180 185 190 

Thr Cys Val Ala Thr Trp Lys Ser Leu Lys Ala Arg Lys Ser Ala Thr 
195 200 205 

Val Asn Leu Thr Val lie Arg Cys Pro Gin Asp Thr Gly Gly Gly lie 
210 215 220 

Asn lie Pro Gly Val Leu Ser Ser Leu Pro Ser Leu Gly Phe Ser Leu 
225 230 235 240 

Pro Thr Trp Gly Lys Val Gly Leu Gly Leu Ala Gly Thr Met Leu Leu 
245 250 255 



Thr Pro Thr Cys Thr Leu Thr lie Arg Cys Cys Cys Cys Arg Arg Arg 
260 265 270 
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Cys Cys Gly Cys Asn Cys Cys Cys Arg Cys Cys Phe Cys Cys Arg Arg 
275 280 285 

Lys Arg Gly Phe Arg lie Gin Phe Gin Lys Lys Ser Glu Lys Glu Lys 
290 295 300 

Thr Asn Lys Glu Thr Glu Thr Glu Ser Gly Asn Glu Asn Ser Gly Tyr 
305 310 315 320 

Asn Ser Asp Glu Gin Lys Thr Thr Glu Thr Ala Ser Leu Pro Pro Lys 
325 330 335 

Ser Cys Glu Ser Ser Asp Pro Glu Gin Arg Asn Ser Ser Cys Gly Pro 
340 345 350 

o 

'U Pro His Gin Arg Ala Asp Gin Arg Pro Pro Arg Pro Ala Ser His Pro 

Vj 355 360 365 



Gin Ala Ser Phe Asn Leu Ala Ser Pro Glu Lys Val Ser Asn Thr Thr 
370 375 380 

Val Val 

51 385 

3 s 
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<210> 7 

l j l <211> 1139 

VI <212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (1) . . (1131) 

<400> 7 

atg gtg gca gga gcc atg gaa aat aga gac cca ccc ggt tct ggg tct 48 
Met Val Ala Gly Ala Met Glu Asn Arg Asp Pro Pro Gly Ser Gly Ser 
15 10 15 

ggt aat gaa gtc ata gaa ggc ccc caa aat gca aga gtc ctg aag ggc 9 6 

Gly Asn Glu Val lie Glu Gly Pro Gin Asn Ala Arg Val Leu Lys Gly 
20 25 30 

tec cag get cgc ttc aac tgc acc gtc tec cag ggc tgg aag etc ate 144 
Ser Gin Ala Arg Phe Asn Cys Thr Val Ser Gin Gly Trp Lys Leu lie 
35 40 45 

atg tgg get etc agt gac atg gtg gtg eta age gtc agg ccc atg gag 192 
Met Trp Ala Leu Ser Asp Met Val Val Leu Ser Val Arg Pro Met Glu 
50 55 60 



ccc ate ate acc aat gac cgc ttc acc tct cag agg tac gac cag ggc 240 
Pro lie lie Thr Asn Asp Arg Phe Thr Ser Gin Arg Tyr Asp Gin Gly 
65 70 75 80 



ggg aac etc acc teg gag atg ate ate cac aat gtg gag ccc agt gat 288 
Gly Asn Leu Thr Ser Glu Met lie lie His Asn Val Glu Pro Ser Asp 
85 90 95 

teg ggg aac ate aga tgc age etc cag aac agt cgc ctg cat gga tct 336 
Ser Gly Asn lie Arg Cys Ser Leu Gin Asn Ser Arg Leu His Gly Ser 
100 105 110 

get tac ctt acc gtc caa gtt atg gga gag ctg ttc att ccc agt gtt 384 
Ala Tyr Leu Thr Val Gin Val Met Gly Glu Leu Phe lie Pro Ser Val 
115 120 125 

aat ctt gta gtc get gag aat gaa cct tgt gaa gtt act tgt eta ccc 432 
Asn Leu Val Val Ala Glu Asn Glu Pro Cys Glu Val Thr Cys Leu Pro 
130 135 140 

tea cac tgg acc egg etc ccg gat att tec tgg gag etc ggt etc ctg 480 
Ser His Trp Thr Arg Leu Pro Asp lie Ser Trp Glu Leu Gly Leu Leu 
145 150 155 160 

gtc age cat tea age tat tat ttt gtt ccg gag ccc age gac ctt caa 528 
Val Ser His Ser Ser Tyr Tyr Phe Val Pro Glu Pro Ser Asp Leu Gin 
165 170 175 

agt gca gtg age ate ctg get ctg acc cca cag age aat ggg act ttg 576 
Ser Ala Val Ser lie Leu Ala Leu Thr Pro Gin Ser Asn Gly Thr Leu 
180 185 190 

act tgc gtg get acc tgg aag age ctg aag gec cgc aag tct gca act 624 
Thr Cys Val Ala Thr Trp Lys Ser Leu Lys Ala Arg Lys Ser Ala Thr 
195 200 205 

gta aat etc act gtg att egg tgt ccc caa gac act gga ggt ggt att 672 
Val Asn Leu Thr Val lie Arg Cys Pro Gin Asp Thr Gly Gly Gly lie 
210 215 220 

aat att cca ggt gta tta tea agt tta ccg agt tta ggt ttt tea ttg 720 
Asn lie Pro Gly Val Leu Ser Ser Leu Pro Ser Leu Gly Phe Ser Leu 
225 230 235 240 

cct act tgg ggc aaa gtt gga ctt gga eta gca ggc acc atg ctt ctg 768 
Pro Thr Trp Gly Lys Val Gly Leu Gly Leu Ala Gly Thr Met Leu Leu 
245 250 255 

acg ccg acg tgt act ctt aca ata cgc tgc tgc tgc tgc cgc cgt cgt 816 
Thr Pro Thr Cys Thr Leu Thr lie Arg Cys Cys Cys Cys Arg Arg Arg 
260 265 270 

tgt tgt ggc tgc aac tgc tgc tgc cgt tgt tgt ttc tgc tgt aga aga 864 
Cys Cys Gly Cys Asn Cys Cys Cys Arg Cys Cys Phe Cys Cys Arg Arg 
275 280 285 

aaa aga gga aat ctg aaa aag aga aga caa aca aag aaa ctg aga cag 912 
Lys Arg Gly Asn Leu Lys Lys Arg Arg Gin Thr Lys Lys Leu Arg Gin 
290 295 300 

aaa gtg gaa atg aaa act ccg get aca att cag atg aac aaa aga cca 960 
Lys Val Glu Met Lys Thr Pro Ala Thr lie Gin Met Asn Lys Arg Pro 
305 310 315 320 

cag aca ccg ctt etc tec etc cca aat cct gtg aat cca gtg ate ctg 1008 
Gin Thr Pro Leu Leu Ser Leu Pro Asn Pro Val Asn Pro Val lie Leu 
325 330 335 
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Ser Gin Ala Arg Phe Asn Cys Thr Val Ser Gin Gly Trp Lys Leu He 
35 40 45 



!:..% Met Trp Ala Leu Ser Asp Met Val Val Leu Ser Val Arg Pro Met Glu 



50 55 60 



lQ Pro He He Thr Asn Asp Arg Phe Thr Ser Gin Arg Tyr Asp Gin Gly 

O 65 70 75 80 

Gly Asn Leu Thr Ser Glu Met lie He His Asn Val Glu Pro Ser Asp 
85 90 95 

Ser Gly Asn He Arg Cys Ser Leu Gin Asn Ser Arg Leu His Gly Ser 
100 105 110 

Ala Tyr Leu Thr Val Gin Val Met Gly Glu Leu Phe He Pro Ser Val 
115 120 125 

Asn Leu Val Val Ala Glu Asn Glu Pro Cys Glu Val Thr Cys Leu Pro 
130 135 140 

Ser His Trp Thr Arg Leu Pro Asp He Ser Trp Glu Leu Gly Leu Leu 
145 150 155 160 



1104 



aac aaa gaa aca gta get gtg gec etc etc acc age ggg ctg ate aac 1056 
Asn Lys Glu Thr Val Ala Val Ala Leu Leu Thr Ser Gly Leu He Asn 
340 345 350 

gtc cac cca ggc cag caa gtc ate cac agg ctt ctt tta ate tgg cca 
Val His Pro Gly Gin Gin Val He His Arg Leu Leu Leu He Trp Pro 
355 360 365 

gtc ctg aga agg tea gta ata caa ctg tagtataa 1139 
Val Leu Arg Arg Ser Val He Gin Leu 
370 375 

<210> 8 

<211> 377 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Val Ala Gly Ala Met Glu Asn Arg Asp Pro Pro Gly Ser Gly Ser 
O 15 10 15 

Q 

-.?? Gly Asn Glu Val He Glu Gly Pro Gin Asn Ala Arg Val Leu Lys Gly 

20 25 30 



Val Ser His Ser Ser Tyr Tyr Phe Val Pro Glu Pro Ser Asp Leu Gin 
165 170 175 



Ser Ala Val Ser lie Leu Ala Leu Thr Pro Gin Ser Asn Gly Thr Leu 
180 185 190 

Thr Cys Val Ala Thr Trp Lys Ser Leu Lys Ala Arg Lys Ser Ala Thr 
195 200 205 

Val Asn Leu Thr Val lie Arg Cys Pro Gin Asp Thr Gly Gly Gly lie 
210 215 220 

Asn lie Pro Gly Val Leu Ser Ser Leu Pro Ser Leu Gly Phe Ser Leu 
225 230 235 240 

Pro Thr Trp Gly Lys Val Gly Leu Gly Leu Ala Gly Thr Met Leu Leu 
245 250 255 

Thr Pro Thr Cys Thr Leu Thr lie Arg Cys Cys Cys Cys Arg Arg Arg 
260 265 270 

Cys Cys Gly Cys Asn Cys Cys Cys Arg Cys Cys Phe Cys Cys Arg Arg 
275 280 285 

Lys Arg Gly Asn Leu Lys Lys Arg Arg Gin Thr Lys Lys Leu Arg Gin 
290 295 300 

Lys Val Glu Met Lys Thr Pro Ala Thr lie Gin Met Asn Lys Arg Pro 
305 310 315 320 

Gin Thr Pro Leu Leu Ser Leu Pro Asn Pro Val Asn Pro Val lie Leu 
325 330 335 

Asn Lys Glu Thr Val Ala Val Ala Leu Leu Thr Ser Gly Leu lie Asn 
340 345 350 

Val His Pro Gly Gin Gin Val lie His Arg Leu Leu Leu lie Trp Pro 
355 360 365 

Val Leu Arg Arg Ser Val lie Gin Leu 
370 375 

<210> 9 

<211> 1195 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (53) . . (1162) 

<400> 9 

gtgaacgaga tacagagatt tacctgcctg aggtaaggaa gatcatgctg ag atg gag 

Met Glu 



ggc age tgg aga gat gtc ctg get gtg ctg gtc ate ctg get cag ctg 106 

Gly Ser Trp Arg Asp Val Leu Ala Val Leu Val lie Leu Ala Gin Leu 
5 10 15 

aca get tec gga tec agt tat cag ate ata gaa ggt cct cag aat gta 154 

Thr Ala Ser Gly Ser Ser Tyr Gin lie lie Glu Gly Pro Gin Asn Val 
20 25 30 

aca gtc eta aag gac tea gag get cac ttc aac tgc ace gtg act cac 202 

Thr Val Leu Lys Asp Ser Glu Ala His Phe Asn Cys Thr Val Thr His 

35 40 45 50 

ggc tgg aag ctt etc atg tgg act ctt aac caa atg gtg gtg ctg agt 250 

Gly Trp Lys Leu Leu Met Trp Thr Leu Asn Gin Met Val Val Leu Ser 
55 60 65 

etc ace ace caa gga ccc ate ate acc aac aac cgc ttc acc tat gec 2 98 

Leu Thr Thr Gin Gly Pro lie lie Thr Asn Asn Arg Phe Thr Tyr Ala 

70 75 80 

u 

*,!3 agt tac aac age act gac age ttc ate teg gag ttg ate ate cat gat 346 

Ser Tyr Asn Ser Thr Asp Ser Phe lie Ser Glu Leu lie lie His Asp 
85 90 95 



s is? 



gtg cag ccc agt gac teg gga tec gtg caa tgc age ctg cag aac age 
J Val Gin Pro Ser Asp Ser Gly Ser Val Gin Cys Ser Leu Gin Asn Ser 



5 ! 



100 105 110 



394 



cat ggg ttt gga tct gee ttc etc tea gtg caa gtc atg ggg acc ctg 442 
His Gly Phe Gly Ser Ala Phe Leu Ser Val Gin Val Met Gly Thr Leu 
115 120 125 130 



aac att cct age aac aac ctt ata gtc act gag ggt gaa ccc tgt aat 490 
iU Asn lie Pro Ser Asn Asn Leu lie Val Thr Glu Gly Glu Pro Cys Asn 

rn 135 140 145 



gtg act tgc tat gee gtg ggc tgg acc tea etc ccg gat att tec tgg 538 
Val Thr Cys Tyr Ala Val Gly Trp Thr Ser Leu Pro Asp lie Ser Trp 
150 155 160 

gag ctt gag gtt ccc gta age cat teg agt tac aat tec ttt ctg gag 586 
Glu Leu Glu Val Pro Val Ser His Ser Ser Tyr Asn Ser Phe Leu Glu 
165 170 175 

ccg ggc aac ttt atg agg gtc ttg agt gtc ctg gac etc aca cca ctg 634 
Pro Gly Asn Phe Met Arg Val Leu Ser Val Leu Asp Leu Thr Pro Leu 
180 185 190 

ggc aac ggg acc ttg act tgt gtg gca gag ctg aag gac ttg cag gee 682 
Gly Asn Gly Thr Leu Thr Cys Val Ala Glu Leu Lys Asp Leu Gin Ala 
195 200 205 210 

age aag tec tta act gtc aac ctg act gtg gtt cag cct cca cct gac 730 
Ser Lys Ser Leu Thr Val Asn Leu Thr Val Val Gin Pro Pro Pro Asp 
215 220 225 

agt att gga gag gaa ggc cca gca ctg ccg acc tgg gee ate ate ctg 778 
Ser lie Gly Glu Glu Gly Pro Ala Leu Pro Thr Trp Ala lie lie Leu 
230 235 240 

ctg gca gtg gee ttt tec ttg etc ttg ate ctg ate att gtt ttg att 826 
Leu Ala Val Ala Phe Ser Leu Leu Leu lie Leu lie lie Val Leu lie 
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245 250 255 

ata ata ttc tgt tgc tgt tgt gcc tec agg aga gaa aag gaa gaa tct 874 
lie lie Phe Cys Cys Cys Cys Ala Ser Arg Arg Glu Lys Glu Glu Ser 
260 265 270 

act tat caa aat gaa ata agg aaa tct gca aac atg agg aca aac aaa 922 
Thr Tyr Gin Asn Glu lie Arg Lys Ser Ala Asn Met Arg Thr Asn Lys 
275 280 285 290 

gca gat ccg gag aca aag tta aaa agt gga aag gaa aac tac ggg tac 970 
Ala Asp Pro Glu Thr Lys Leu Lys Ser Gly Lys Glu Asn Tyr Gly Tyr 
295 300 305 

agt teg gat gag gca aag get gca cag act gca tct etc cct cct aaa 1018 
Ser Ser Asp Glu Ala Lys Ala Ala Gin Thr Ala Ser Leu Pro Pro Lys 
310 315 320 

tct get gaa gtc age ctt cca gaa aaa cgc age agt age ctt cct tat 1066 
Ser Ala Glu Val Ser Leu Pro Glu Lys Arg Ser Ser Ser Leu Pro Tyr 
325 330 335 



■W cag gaa etc aat aaa cat cag ccc ggt cca gca act cat cca egg gtt 1114 

Gin Glu Leu Asn Lys His Gin Pro Gly Pro Ala Thr His Pro Arg Val 

pi 340 345 350 

j;:^ tec ttt gac ate gcc agt cct cag aag gtc aga aat gtg act tta gtg 1162 

Ser Phe Asp lie Ala Ser Pro Gin Lys Val Arg Asn Val Thr Leu Val 
355 360 365 370 



taataaagac ttctcatgac tgtacttggt gca 1195 



1^ <210> 10 



<211> 370 
S .W <212> PRT 

<213> Mus musculus 



<400> 10 

Met Glu Gly Ser Trp Arg Asp Val Leu Ala Val Leu Val lie Leu Ala 
15 10 15 

Gin Leu Thr Ala Ser Gly Ser Ser Tyr Gin lie lie Glu Gly Pro Gin 
20 25 30 

Asn Val Thr Val Leu Lys Asp Ser Glu Ala His Phe Asn Cys Thr Val 
35 40 45 

Thr His Gly Trp Lys Leu Leu Met Trp Thr Leu Asn Gin Met Val Val 
50 55 60 

Leu Ser Leu Thr Thr Gin Gly Pro He He Thr Asn Asn Arg Phe Thr 
65 70 75 80 



Tyr Ala Ser Tyr Asn Ser Thr Asp Ser Phe He Ser Glu Leu He He 
85 90 95 
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His Asp Val Gin Pro Ser Asp Ser Gly Ser Val Gin Cys Ser Leu Gin 
100 105 110 

Asn Ser His Gly Phe Gly Ser Ala Phe Leu Ser Val Gin Val Met Gly 
115 120 125 

Thr Leu Asn lie Pro Ser Asn Asn Leu lie Val Thr Glu Gly Glu Pro 
130 135 140 

Cys Asn Val Thr Cys Tyr Ala Val Gly Trp Thr Ser Leu Pro Asp lie 
145 150 155 160 

Ser Trp Glu Leu Glu Val Pro Val Ser His Ser Ser Tyr Asn Ser Phe 
165 170 175 

Leu Glu Pro Gly Asn Phe Met Arg Val Leu Ser Val Leu Asp Leu Thr 
180 185 190 

Pro Leu Gly Asn Gly Thr Leu Thr Cys Val Ala Glu Leu Lys Asp Leu 
195 200 205 

Gin Ala Ser Lys Ser Leu Thr Val Asn Leu Thr Val Val Gin Pro Pro 
210 215 220 

Pro Asp Ser lie Gly Glu Glu Gly Pro Ala Leu Pro Thr Trp Ala lie 
225 230 235 240 

lie Leu Leu Ala Val Ala Phe Ser Leu Leu Leu lie Leu lie lie Val 
245 250 255 

Leu lie lie lie Phe Cys Cys Cys Cys Ala Ser Arg Arg Glu Lys Glu 
260 265 270 

Glu Ser Thr Tyr Gin Asn Glu lie Arg Lys Ser Ala Asn Met Arg Thr 
275 280 285 

Asn Lys Ala Asp Pro Glu Thr Lys Leu Lys Ser Gly Lys Glu Asn Tyr 
290 295 300 

Gly Tyr Ser Ser Asp Glu Ala Lys Ala Ala Gin Thr Ala Ser Leu Pro 
305 310 315 320 

Pro Lys Ser Ala Glu Val Ser Leu Pro Glu Lys Arg Ser Ser Ser Leu 
325 330 335 



Pro Tyr Gin Glu Leu Asn Lys His Gin Pro Gly Pro Ala Thr His Pro 
340 345 350 
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Arg Val Ser Phe Asp lie Ala Ser Pro Gin Lys Val Arg Asn Val Thr 
355 360 365 



Leu Val 
370 



<210> 


11 


<211> 


895 


<212> 


DNA 


<213> 


Mus musculus 


<220> 




<221> 


CDS 


<222> 


(53) . . (862) 


<400> 


11 



gtgaacgaga tacagagatt tacctgcctg aggtaaggaa gatcatgctg ag atg gag 

Met Glu 



etc acc acc caa gga ccc ate ate acc aac aac cgc ttc acc tat gec 
Leu Thr Thr Gin Gly Pro lie lie Thr Asn Asn Arg Phe Thr Tyr Ala 
70 75 80 



gtg cag ccc agt gac teg gga tec gtg caa tgc age ctg cag aac age 
Val Gin Pro Ser Asp Ser Gly Ser Val Gin Cys Ser Leu Gin Asn Ser 
100 105 110 



gaa ggc cca gca ctg ccg acc tgg gec ate ate ctg ctg gca gtg gec 
Glu Gly Pro Ala Leu Pro Thr Trp Ala lie lie Leu Leu Ala Val Ala 
135 140 145 



tgc tgt tgt gec tec agg aga gaa aag gaa gaa tct act tat caa aat 
Cys Cys Cys Ala Ser Arg Arg Glu Lys Glu Glu Ser Thr Tyr Gin Asn 



58 



ggc age tgg aga gat gtc ctg get gtg ctg gtc ate ctg get cag ctg 
Gly Ser Trp Arg Asp Val Leu Ala Val Leu Val lie Leu Ala Gin Leu 
5 10 15 

aca get tec gga tec agt tat cag ate ata gaa ggt cct cag aat gta 
Thr Ala Ser Gly Ser Ser Tyr Gin lie lie Glu Gly Pro Gin Asn Val 
20 25 30 

aca gtc eta aag gac tea gag get cac ttc aac tgc acc gtg act cac 
Thr Val Leu Lys Asp Ser Glu Ala His Phe Asn Cys Thr Val Thr His 
35 40 45 50 

ggc tgg aag ctt etc atg tgg act ctt aac caa atg gtg gtg ctg agt 250 
Gly Trp Lys Leu Leu Met Trp Thr Leu Asn Gin Met Val Val Leu Ser 
55 60 65 



106 



154 



202 



298 



agt tac aac age act gac age ttc ate teg gag ttg ate ate cat gat 346 
Ser Tyr Asn Ser Thr Asp Ser Phe lie Ser Glu Leu lie lie His Asp 
85 90 95 



394 



cat ggg ttt gga tct gec ttc etc tea gtg caa gac agt att gga gag 442 
His Gly Phe Gly Ser Ala Phe Leu Ser Val Gin Asp Ser lie Gly Glu 
115 120 125 130 



490 



ttt tec ttg etc ttg ate ctg ate att gtt ttg att ata ata ttc tgt 538 
Phe Ser Leu Leu Leu lie Leu lie lie Val Leu lie lie lie Phe Cys 
150 155 160 



586 
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165 170 175 

gaa ata agg aaa tct gca aac atg agg aca aac aaa gca gat ccg gag 634 
Glu lie Arg Lys Ser Ala Asn Met Arg Thr Asn Lys Ala Asp Pro Glu 
180 185 190 

aca aag tta aaa agt gga aag gaa aac tac ggg tac agt teg gat gag 682 
Thr Lys Leu Lys Ser Gly Lys Glu Asn Tyr Gly Tyr Ser Ser Asp Glu 
195 200 205 210 

gca aag get gca cag act gca tct etc cct cct aaa tct get gaa gtc 73 0 

Ala Lys Ala Ala Gin Thr Ala Ser Leu Pro Pro Lys Ser Ala Glu Val 
215 220 225 

age ctt cca gaa aaa cgc age agt age ctt cct tat cag gaa etc aat 778 
Ser Leu Pro Glu Lys Arg Ser Ser Ser Leu Pro Tyr Gin Glu Leu Asn 
230 235 240 

aaa cat cag ccc ggt cca gca act cat cca cgg.gtt tec ttt gac ate 826 
Lys His Gin Pro Gly Pro Ala Thr His Pro Arg Val Ser Phe Asp lie 
245 250 255 

gee agt cct cag aag gtc aga aat gtg act tta gtg taataaagac 872 
Ala Ser Pro Gin Lys Val Arg Asn Val Thr Leu Val 
260 265 270 

ttctcatgac tgtacttggt gca 895 

<210> 12 

<211> 270 

<212> PRT 

<213> Mus musculus 

<400> 12 

Met Glu Gly Ser Trp Arg Asp Val Leu Ala Val Leu Val lie Leu Ala 
15 10 15 

Gin Leu Thr Ala Ser Gly Ser Ser Tyr Gin lie lie Glu Gly Pro Gin 
20 25 30 

Asn Val Thr Val Leu Lys Asp Ser Glu Ala His Phe Asn Cys Thr Val 
35 40 45 

Thr His Gly Trp Lys Leu Leu Met Trp Thr Leu Asn Gin Met Val Val 
50 55 60 

Leu Ser Leu Thr Thr Gin Gly Pro lie lie Thr Asn Asn Arg Phe Thr 
65 70 75 80 

Tyr Ala Ser Tyr Asn Ser Thr Asp Ser Phe lie Ser Glu Leu lie lie 
85 90 95 



His Asp Val Gin Pro Ser Asp Ser Gly Ser Val Gin Cys Ser Leu Gin 
100 105 110 



5 is? 



S 1 ; 3 
3 ij 



Asn Ser His Gly Phe Gly Ser Ala Phe Leu Ser Val Gin Asp Ser lie 
115 120 125 

Gly Glu Glu Gly Pro Ala Leu Pro Thr Trp Ala lie lie Leu Leu Ala 
130 135 140 



Val Ala Phe Ser Leu Leu Leu lie Leu lie lie Val Leu lie lie lie 
145 150 155 160 

Phe Cys Cys Cys Cys Ala Ser Arg Arg Glu Lys Glu Glu Ser Thr Tyr 
165 170 175 

Gin Asn Glu lie Arg Lys Ser Ala Asn Met Arg Thr Asn Lys Ala Asp 
180 , 185 190 

Pro Glu Thr Lys Leu Lys Ser Gly Lys Glu Asn Tyr Gly Tyr Ser Ser 
195 200 205 



vfs Asp Glu Ala Lys Ala Ala Gin Thr Ala Ser Leu Pro Pro Lys Ser Ala 

?t l: 210 215 220 



Glu Val Ser Leu Pro Glu Lys Arg Ser Ser Ser Leu Pro Tyr Gin Glu 
225 230 235 240 

Leu Asn Lys His Gin Pro Gly Pro Ala Thr His Pro Arg Val Ser Phe 
245 250 255 



II 13 Asp He Ala Ser Pro Gin Lys Val Arg Asn Val Thr Leu Val 

O 260 265 270 
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13 





gtgaacgaga tacagagatt tacctgcctg aggtaaggaa gatcatgctg ag atg gag 58 

Met Glu 
1 

ggc age tgg aga gat gtc ctg get gtg ctg gtc ate ctg get cag ctg 106 
Gly Ser Trp Arg Asp Val Leu Ala Val Leu Val He Leu Ala Gin Leu 
5 10 15 

aca get tec gga tec agt tat cag ate ata gaa ggt cct cag aat gta 154 
Thr Ala Ser Gly Ser Ser Tyr Gin He He Glu Gly Pro Gin Asn Val 
20 25 30 

aca gtc eta aag gac tea gag get cac ttc aac tgc acc gtg act cac 202 
Thr Val Leu Lys Asp Ser Glu Ala His Phe Asn Cys Thr Val Thr His 



* -»- * 



35 40 45 50 

ggc tgg aag ctt etc atg tgg act ctt aac caa atg gtg gtg ctg agt 250 
Gly Trp Lys Leu Leu Met Trp Thr Leu Asn Gin Met Val Val Leu Ser 
55 60 65 

etc acc acc caa gga ccc ate ate ace aac aac cgc ttc acc tat gee 298 
Leu Thr Thr Gin Gly Pro lie lie Thr Asn Asn Arg Phe Thr Tyr Ala 
70 75 80 

agt tac aac age act gac age ttc ate teg gag ttg ate ate cat gat 346 
Ser Tyr Asn Ser Thr Asp Ser Phe lie Ser Glu Leu lie lie His Asp 
85 90 95 

gtg cag ccc agt gac teg gga tec gtg caa tgc age ctg cag aac age 3 94 

Val Gin Pro Ser Asp Ser Gly Ser Val Gin Cys Ser Leu Gin Asn Ser 
100 105 110 

cat ggg ttt gga tct gee ttc etc tea gtg caa gaa tct act tat caa 442 
His Gly Phe Gly Ser Ala Phe Leu Ser Val Gin Glu Ser Thr Tyr Gin 
115 120 125 130 

aat gaa ata agg aaa tct gca aac atg agg aca aac aaa gca gat ccg 490 
Asn Glu lie Arg Lys Ser Ala Asn Met Arg Thr Asn Lys Ala Asp Pro 
135 140 145 

gag aca aag tta aaa agt gga aag gaa aac tac ggg tac agt teg gat 538 
Glu Thr Lys Leu Lys Ser Gly Lys Glu Asn Tyr Gly Tyr Ser Ser Asp 
150 155 160 

gag gca aag get gca cag act gca tct etc cct cct aaa tct get gaa 586 
Glu Ala Lys Ala Ala Gin Thr Ala Ser Leu Pro Pro Lys Ser Ala Glu 
165 170 175 

gtc age ctt cca gaa aaa cgc age agt age ctt cct tat cag gaa etc 634 
Val Ser Leu Pro Glu Lys Arg Ser Ser Ser Leu Pro Tyr Gin Glu Leu 
180 185 190 

aat aaa cat cag ccc ggt cca gca act cat cca egg gtt tec ttt gac 682 
Asn Lys His Gin Pro Gly Pro Ala Thr His Pro Arg Val Ser Phe Asp 
195 200 205 210 

ate gee agt cct cag aag gtc aga aat gtg act tta gtg taataaagac 731 
lie Ala Ser Pro Gin Lys Val Arg Asn Val Thr Leu Val 
215 220 

ttctcatgac tgtacttggt gca • 754 

<210> 14 

<211> 223 

<212> PRT 

<213> Mus musculus 

<400> 14 

Met Glu Gly Ser Trp Arg Asp Val Leu Ala Val Leu Val lie Leu Ala 
15 10 15 



Gin Leu Thr Ala Ser Gly Ser Ser Tyr Gin lie lie Glu Gly Pro Gin 
20 25 30 



Asn Val Thr Val Leu Lys Asp Ser Glu Ala His Phe Asn Cys Thr Val 
35 40 45 



Thr His Gly Trp Lys Leu Leu Met Trp Thr Leu Asn Gin Met Val Val 
50 55 60 

Leu Ser Leu Thr Thr Gin Gly Pro lie lie Thr Asn Asn Arg Phe Thr 
65 70 75 80 



Tyr Ala Ser Tyr Asn Ser Thr Asp Ser Phe lie Ser Glu Leu lie lie 
85 90 95 

His Asp Val Gin Pro Ser Asp Ser Gly Ser Val Gin Cys Ser Leu Gin 
100 105 110 

Asn Ser His Gly Phe Gly Ser Ala Phe Leu Ser Val Gin Glu Ser Thr 
115 120 125 

Tyr Gin Asn Glu lie Arg Lys Ser Ala Asn Met Arg Thr Asn Lys Ala 
130 135 140 

Asp Pro Glu Thr Lys Leu Lys Ser Gly Lys Glu Asn Tyr Gly Tyr Ser 
145 150 155 160 

Ser Asp Glu Ala Lys Ala Ala Gin Thr Ala Ser Leu Pro Pro Lys Ser 
165 170 175 



Ala Glu Val Ser Leu Pro Glu Lys Arg Ser Ser Ser Leu Pro Tyr Gin 
180 185 190 

Glu Leu Asn Lys His Gin Pro Gly Pro Ala Thr His Pro Arg Val Ser 
195 200 205 

Phe Asp lie Ala Ser Pro Gin Lys Val Arg Asn Val Thr Leu Val 
210 215 220 



<210> 15 
<211> 631 
<212> PRT 

<213> Rattus rattus 
<400> 15 

Met Glu Gly Ser Trp Arg Asp Val Leu Ala Val Leu Val lie Leu Ala 
15 10 15 

Gin Leu Thr Ala Ser Gly Ser Ser Tyr Gin lie lie Glu Gly Pro Gin 
20 25 30 

Met Ala Tyr Ser Cys Gin Pro Leu Gin Glu Ser Pro Leu Leu Gly Phe 
35 40 45 



Pro Arg Leu Arg Phe lie His Leu Phe Val Leu Leu Leu Val Gly Leu 
50 55 60 

Leu Gin lie Ser Ser Gly lie Val Gly Gin Val Ser Lys Ser Val Arg 
65 70 75 80 

Asn Val Thr Val Leu Lys Asp Ser Glu Ala His Phe Asn Cys Thr Val 
85 90 95 

Thr His Gly Trp Lys Leu Leu Met Trp Thr Leu Asn Gin Met Val Val 
100 105 110 

Leu Ser Leu Thr Thr Gin Gly Pro lie lie Thr Asn Asn Arg Phe Glu 
115 120 125 

Lys Ala Leu Leu Ser Cys Asp Tyr Lys Phe Cys Ser Glu Glu Gin Ser 
130 135 140 

lie His Arg lie Tyr Trp Gin Lys His Asp Lys Met Val Leu Ser Val 
145 150 155 160 

lie Ser Gly Val Pro Glu Val Trp Pro Lys Tyr Lys Asn Arg Thr Thr 
165 170 175 

Tyr Ala Ser Tyr Asn Ser Thr Asp Ser Phe lie Ser Glu Leu lie lie 
180 185 190 

His Asp Val Gin Pro Ser Asp Ser Gly Ser Val Gin Cys Ser Leu Gin 
195 200 205 

Asn Ser His Gly Phe Gly Ser Ala Phe Leu Ser Val Gin Val Tyr Asp 
210 215 220 

lie Ala Asn Asn Tyr Ser Phe Ser Leu Leu Gly Leu lie Leu Ser Asp 
225 230 235 240 

Arg Gly Thr Tyr Thr Cys Val Val Gin Arg Tyr Glu Gly Gly Ser Tyr 
245 250 255 

Val Val Lys His Leu Thr Thr Val Glu Val Met Gly Thr Leu Asn lie 
260 265 270 

Pro Ser Asn Asn Leu lie Val Thr Glu Gly Glu Pro Cys Asn Val Thr 
275 280 285 

Cys Tyr Ala Val Gly Trp Thr Ser Leu Pro Asp lie Ser Trp Glu Leu 
290 295 300 

Glu Val Pro Val Ser His Ser Leu Ser Val Arg Ala Asp Phe Pro Thr 
305 310 315 320 

Pro Asn lie Thr Glu Tyr Gly Asn Pro Ser Ala Asp lie Lys Arg lie 
325 330 335 

Thr Cys Phe Ala Ser Gly Gly Phe Pro Lys Pro Arg Leu Ser Trp Leu 
340 345 350 

Glu Asn Gly Arg Glu Leu Asn Ser Tyr Asn Ser Phe Leu Glu Pro Gly 
355 360 365 

Asn Phe Met Arg Val Leu Ser Val Leu Asp Leu Thr Pro Leu Gly Asn 
370 375 380 

Gly Thr Leu Thr Cys Val Ala Glu Leu Lys Asp Leu Gin Ala Ser Lys 
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385 



390 



395 



400 



Ser Leu Thr Val Asn Leu Gly lie Asn Thr Thr lie Ser Gin Asp Pro 
405 410 415 

Glu Ser Glu Leu Tyr Thr lie Ser Ser Gin Leu Asp Phe Asn Ala Thr 
420 425 430 

Tyr Asp His Phe lie Asp Cys Phe lie Glu Tyr Gly Asp Ala His Val 
435 440 445 

Ser Gin Asn Phe Thr Val Val Gin Pro Pro Pro Asp Ser lie Gly Glu 
450 455 460 

Glu Gly Pro Ala Leu Pro Thr Trp Ala lie lie Leu Leu Ala Val Ala 
465 . 470 475 480 

Phe Ser Leu Leu Leu lie Leu lie lie Val Leu lie lie lie Phe Thr 
485 490 495 

Trp Val Lys Pro Pro Glu Asp Pro Pro Asp Glu Lys Gin Thr Val Pro 
500 505 510 

Phe Ala Trp Ala Gly Pro Asp Ala Val Lys Ala lie lie lie Phe Phe 
515 520 525 

lie Ala lie Thr Val lie Ala Val lie Ala Ala lie Ala lie lie lie 
530 535 540 

Phe Cys Cys Cys Cys Ala Ser Arg Arg Glu Lys Glu Glu Ser Thr Tyr 
545 550 555 560 

Gin Asn Glu lie Arg Lys Ser Ala Asn Met Arg Thr Asn Lys Ala Asp 
565 570 575 

Pro Glu Thr Lys Leu Lys Ser Gly Lys Glu Asn Tyr Gly Tyr Ser Ser 
580 585 590 

Asp Glu Cys lie Thr Val Lys Phe Arg Arg Cys Phe Arg Arg Arg Asn 
595 600 605 

Glu Ala Ser Arg Glu Thr Asn Lys Asn Leu Tyr lie Gly Pro Val Glu 
610 615 620 

Ala Ala Ala Glu Gin Thr Val 
625 630 



